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=> d his 1 

* (FILE ' MEDLINE, HCAPLUS, BIOSIS, EMBASE, WPIDS, SCISEARCH, AGRICOLA* 

ENTERED AT 15:08:46 ON 24 MAR 2004) 

L21 89 DUP REM L20 {35 DUPLICATES REMOVED) 

=> d que 121 

LI 93 SEA PAQUIN B?/AU 

L2 2373 SEA OLIGONUCLEOTID? ( 3A) LIBRAR? 

L3 7 SEA LI AND L2 

L4 4 203 SEA ( POLYNUCLEOTID? OR OLIGONUCLEOTID?) (5A) LIBRAR? 

L5 412 SEA L4 AND RANDOM? 

L6 2 6 SEA L5 AND FLANK? 

L8 131 SEA L5 AND (AMPLIF? OR PRIMER#) 

L9 6 SEA L8 AND FIXED 

L10 2 6 SEA L8 AND VARIA? 

L18 130 SEA L3 OR L6 OR {L9 OR L10 OR Lll OR L12 OR L13 OR L14 OR LIS) 

OR L17 

L19 6 SEA L18 AND VARIABLE (5A) CHAIN# 

L20 124 SEA L18 NOT L19 

L21 89 DUP REM L20 (35 DUPLICATES REMOVED) 



=> d ibib abs 121 1-89 
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PRIORITY APPLN. INFO.: US 2002-304156P P 20020710 

AB Methods for detection of nucleic acids using PCR and probes 

immobilized to solid matrix ar eprovided. The unhybridized probe nucleic 
acid sequence is separated from the probe-target nucleic acid complex and the 
concentration of the unhybridized probe is determined The use of nucleic acid 
pre-absorption assay with a random oligonucleotide 
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library is useful in identifying unique sequences in target 
nucleic acids . 

REFERENCE COUNT: 3 THERE ARE 3 CITED REFERENCES AVAILABLE FOR THIS 

RECORD. ALL CITATIONS AVAILABLE IN THE RE FORMAT 
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Enriching low abundance polynucleotide relative to a high 
abundance polynucleotide in a sample, for analyzing gene 
expression and creating cDNA libraries, comprises 
blocking polymerase activity on high abundance 
polynucleotides . 
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AB US2004014105 A UPAB: 20040218 

NOVELTY - Enriching low abundance polynucleotide relative to a high 
abundance polynucleotide in a sample, where the ratio of the high 
abundance polynucleotide to the low abundance polynucleotide is at least 
10:1, comprising blocking polymerase activity on high abundance 
polynucleotides by using enzymatically non-extendable nucleobase 
oligomers, is new. 

DETAILED DESCRIPTION - Enriching low abundance polynucleotide 
relative to a high abundance polynucleotide in a sample, where the ratio 
of the high abundance polynucleotide to the low abundance polynucleotide 
is at least 10:1, comprising: 

(a) exposing the sample to at least one first enzymatically 
non-extendable nucleobase oligomer having a nucleobase sequence 
complementary to a sequence within the high abundance polynucleotide under 
conditions such that base pairing occurs ; 

(b) exposing the sample to a primer having a nucleobase sequence 
complementary to a sequence within the low abundance polynucleotide under 
conditions such that base pairing occurs; and 

(c) subjecting the sample to conditions for polymerase extension, so 
that the low abundance polynucleotide is amplified by extension of the 
primer and the high abundance polynucleotide is not amplified. 

INDEPENDENT CLAIMS are also included for the following: 
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